We study the effect of inhibition of cell-membrane ruffling on cell sorting in experiments and simulations.
tively. When cells obtained from different tissues of an embryo are dissociated and mixed to form aggregates, they sort to form coherent homotypic (like cell) domains (see Fig. 1 ). In some species of sponges, sea urchins, and hydras even a whole adult animal can completely regenerate [1] .
This cell sorting is analogous to the demixing of imiscible liquids. For example, when water is dispersed in oil, energy minimization causes the water droplets to merge and form a single droplet. The surface tension of aggregates of cells obtained from the liver and heart of chick embryos have area-invariant properties characteristic of liquid behavior [2] . Steinberg proposed that differences in adhesion (surface tensions) between different types of cells [3] drive cell sorting. In this case, different energies are associated with different interfaces between cells: homotypic, heterotypic (unlike cells), and cell-medium boundaries. Minimizing the overall surface energy (as in liquids) drives the system to a final fixed configuration [4] .
However, Steinberg's model does not clarify the mechanism by which surface energies drive the cells.
Membrane activity in cells seems to be an essential ingredient of complete cell sorting. Armstrong and Parenti have used cytochalasin B to inhibit cell membrane rufIling in aggregates [5] . They found that aggregates that normally sort, do not sort, or sort only partially in the presence of this drug [6] . However, their work was inconclusive since they did not determine to what degree cell sorting depends on membrane activity.
Large-Q Potts model simulations [7] [6] .
Our simulation uses an extended large-Q Potts model on a cubic 100 lattice as described in Ref. [7] . In the model, when the fiuctuation temperature T increases cell boundaries fluctuate with greater amplitude, simulating membrane IIuctuations of real cells (not to be confused with the small amplitude thermal fiuctuations due to real temperature). To eliminate fragments we anneal briefly at T = 0 before display and statistical characterization. The surface tensions are [7] 
Since fractional boundary lengths depend on the ratios [12] . [11] . The simulation is being improved to describe more complex biological behavior like the early stages of an embryo (blastulation) by increasing the number of different types of cells and introducing mitosis [14] .
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